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+EcoR 1
Mse I

3. AFLP WL Fn B A

+EcoR I #iMse 1 $E4L
Adapters EcoR 1
and Mse [

5" TA |

Mse I $3L
Adapter Mse I

A

AATTCN NTTA |
TTAAGN NAAT

F 3149 EcoR 14 Af C 5' =
Mse 1+Citf7 i M //273  AATTCA
Preamplification with Pnmers 77 TTAAGT
EcoR I+ A and Mse 14+C

imer+3 5 , FIHA 3 B R A S R A
b i AR

Selective amplification with primer+3

777 AATTCAAC -
7272 TTAAGTTG AACMT:

ﬂf‘ﬂfﬂﬁﬂﬁﬁﬁﬁiﬂﬁ
Denatured polyacrylamide gel electrophoresis

[ Mer I E3LM/E Mse I adapter sequence
(o777 EcoR I $E3LMA/F EcoR I adapter sequence
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X EA Regional mapping

Minimal tiling path selected for sequencing.

www . kaoyancas . net



www . kaoyancas . net

y ASSIGNMENT OF GENE(S)
TO A CHROMOSOME

Linkage

In situ hybridization

Cell hybrids

PFGE

Rearrangement break
points

Molecu]ar Molecular Malecafaﬂr‘n et CHROMOSOME MAPPING
marker 1 Gene marker 2 marker 3 - Recombination

Radiation hybrids

Molecular ~ - . ¥

marker 2 ">~ RESTRICTION MAPPING
Long cutters (sites ¢, 4)
PFGE

Cloned L7
fragments “~._ PHYSICAL MAPPING
ST F— | o au H YACs

" ¥ R— < o a— R TR, Cosmids
e Alignment tags (|)

-
=l
-
,.c

IMAY’AVAVWAVAVAVMW i
TTAGCTTAACGTACTGGTACCGTACCGTGGCTTAT VIR SR SR

www . kaoyancas .net




pirsam |

CATS 126
DITESEE.

ILBiT 1A
DM7ESE) nioogg |
i

F‘Dl:-F||'

GRAT ]

hlll

|
CRYBLDITR4RY | oy T 121
e R AL A
Di7Eme ILO17 5 Sl
ATESIT LTS |- | .
mrsr

D757

pirsss || Darssine| DIZEEN |

DATEET D‘7554| 2T H1

Cnvass

pizsiin ' DTS Tpratdt |

LEATE

D32 | DATETR
e
PEV‘?l | PPY |
7852 |
MPD
DATETT4 | GHI
HPOH i
msas |
PAKGA

17543 |

M7ETET

TK1 | pi7asec |
DATATES |
D17ET |

D1FETTO D'l'."B?'EBIt
DPE7EE D1r8eI2e |

D1 ysTes .|
DATETGE -

DS
DATHASD
= Dy -
T TSR0+
- DFE4s0

DIFEEAD &
b= DITSaE -
- D TRS0E
B L ]
-~ D781

I

- DTENRY
= D175480
- DATE4ET

Millions of base pairs

EDHA a2
175150

g egin

5
>iT81326

— R \\\\\
DATE15E4
orrE1a2s
DiT4528
I7385H

S

WHH

Segment of 17Q21:

2 million pairs  of 17Q21: 650,000 pairs

www . kaoyancas . net

www . kaoyancas . net

mrsTE

TS1a2h /
&

i

A
i

\rES
MTEIEEE
1781223

!

n1:;::hz
,

CALES
(B REL

Smaller segment

BAC283:
130,000 pairs

BRCA1:
80,000 pairs




(=) BI#Z

Wk IEIRPIFAE (fluorescent
in situ hybridization, FISH)

LR 2H R AL Z23Z (genome
in situ hybridization, GISH )
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Figure 2 The BAC contig map of CTG4-1 near the short arm telomere togetherwith its collinear Guangluai 4 region. (4) Markers associated with
the map. Fifteen EST ({in green) and 11 RFLP (in blue) markers used to anchor contigs are shown together with their genetic positions (numbers
in cMj. (8) Anchored Guangluai 4 BAC contigs by the markers. Fully sequenced BACs (red lines), BACs identified using the Nipponbare sequence
scaffold against the Guangluai 4 BAC ends (crange lines), and other clones (black lines) in the contigs are indicated. (C) Fifteen tiled and completed
sequenced Nipponbare BACs. Three bridging clones OS|NBa0094015 and OS|NBbO004G23 for joining CUGI contigs 297 and 78 and
O5|NBa0054H10 for CUCI contigs 78 and 79 are shown, (0) Display of three original fingerprinted CUGI contigs 297, 78, and 79. CTG4-1 is
composed of 295 fingerprinted CUGI BACs and three extended bridge dones. Contig 79 was anchored by marker Y1065L by in silico anchoring.
Contigs 297 and 78 were anchored by the Guangluai 4 sequence scaffolds as indicated in syntenic positions.

Figure 4 FI5H analysis of CTG4-1. Three BAC clones,
O5|NBal0DEBLOE (red signal), OS|NBBOOB5F13 (green signal), and
05|MBa0042M22 (pink signal), within CTG4-1 were chosen for FISH
analysis to confirm the contig localization and orientation. RFLP mark-
ers R2502 (3.1 cM) and R2373 (0 cM) matched OS|MNBa0068L06 and
OS|NEbOOD4G23, respectively. Because OS|NEbO0OD4G23 and
OS5|NEEOOBSF13 are overlapped, the order of the two markers was
confirmed on the physical map by FISH analysis. Therefore, their ge-
netic order is reversed on the physical map.
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K-12 MG1655
4,639,221 bp
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Site Map
Guide to NCBI resources

About NCBI
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Tools
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